The results of deoxyribonucleic acid-deoxyribonucleic acid homology studies and an investigation of physiological properties confirmed the relationship of Streptococcus morbillorum and Gemella huemolysans at the genus level. This is in accord with previously reported data from 16s ribonucleic acid cataloging. The results of this study, together with previously described chemotaxonomic and biochemical properties, indicate that S . morbillorum should be transferred to the genus Gemella as Gemella morbillorum comb. nov.
Streptococcus morbillorum was originally described as Diplococcus morbillorum by Prevot (9) . However, the organism was first isolated by Tunnicliff (12) , and the name Diplococcus rubeolae originated from Tunnicliff (13) but was withdrawn in 1936 (14) . In 1957 Diplococcus morbillorum was transferred to the genus Peptostreptococcus by Smith (10) as Peptostreptococcus morbillorum (Prevot) , and in 1974 it was transferred to the genus Streptococcus by Holdeman and Moore (6) as Streptococcus morbillorum (Prevot) .
In Bergey 's Manual of Systematic Bacteriology, Hardie (5) implies that the inclusion of Streptococcus morbillorum within the group of so-called anaerobic streptococci is unsatisfactory. One reason for this is that Streptococcus morbillorum is an aerotolerant organism rather than a strictly anaerobic organism.
Our studies of 16s ribonucleic acid catalogs and of deoxyribonucleic acid (DNA) base composition (30 mol% guanine plus cytosine) clearly demonstrated that Streptococcus morbillorum is not a genuine member of the genus Streptococcus (8) but is more closely related to Gemella haemolysans.
The results of DNA-DNA hybridization experiments in this study confirmed the genetic relationship between Streptococcus morbifforum and G. haemolysans. The homology value of 18% obtained under optimal hybridization conditions indicates a relationship at the genus level (Table 1) . Similar homology levels for different species have also been found in other genera of gram-positive cocci, such as staphylococci, enterococci, and lactococci.
The end products produced from glucose were determined as previously described (3). L-Lactic acid and acetate were found to be major end products. In this respect Streptococcus morbillorum resembles G . haemolysans (11) . As is the case for G. haemolysans, we also found that cell-free extracts of Streptococcus morbillorum lack catalase but contain superoxide dismutase activity.
G. haemolysans and Gemella rnorbillorum possess many biochemical activities in common. However, these two species can be distinguished by their ability to reduce (G. haemolysans) or not reduce (G. morbillorum) nitrite (2). Some enzymatic activities may be also used for the differentiation of these two species (2).
Description of Gemella morbillorum comb. nov. Gemella morbillorum (Prevot 1933) Anaerobic to aerotolerant gram-positive cocci that are nonmotile and nonsporing and occur singly, in pairs, or in short chains. The cocci often elongate, and cells may be of unequal size (0.3 to 0.8 by 0.5 to 1.4 km). Colonies on blood agar plates after 2 days are pinpoint to 0.5 mm in diameter, circular, entire, convex, translucent, shiny, and smooth. Some strains produce slight greening (a-hemolysis); others are nonhemolytic. Some strains do not grow in air alone or in air containing CO,, at least on first isolation.
Growth is enhanced by fermentable carbohydrates and by the addition of Tween 80 to fluid media. Optimum growth is at 35 to 37°C. Acid is produced from glucose and in small amounts from maltose, mannitol, mannose, sorbitol, and sucrose. No acid is produced from cellobiose, fructose, galactose, inulin, lactose, salicin, or raffinose. Superoxide dismutase is produced, but H,S , acetylmethylcarbinol, catalase, lecithinase, and lipase are not. a-Glucosidase, alanine aminopeptidase, and leucine arylamidase activities are present. Hippurate and esculin are not hydrolyzed. Ammonia is not produced from arginine. Nitrite is not reduced. The major fermentation product from glucose is L-lactic acid, with smaller amounts of acetic acid produced; sometimes formic acid and trace amounts of succinic and pyruvic acids or ethanol are detected. Lactate and gluconate are not utilized, and threonine is not converted to propionate.
G. rnorbillorum has been isolated from human clinical specimens and intestinal contents; the neotype strain came from a lung abscess.
Cell walls contain peptidoglycan of the Lys-Ala,-, type. The guanine-plus-cytosine content of the DNA is 30 mol% (as determined by the thermal denaturation method).
DNA-DNA hybridization experiments under optimal conditions reveal a level of homology of 18% with G. haemolysans.
The type strain is strain ATCC 27824 (= VPI 5424 = Prevot 2917B). This work was supported by a grant from Deutsche Forschungsgemeinschaft.
We are indebted to E. P. Cato, Virginia Polytechnic Institute and University, Blacksburg, for providing Streptococcus morbillorum VPI 5424T (T = type strain).
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